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https://blast.ncbi.nlm.nih.gov/Blast.cgi#

AAV-COVID19-05

Lungimea 4200

interogarii
Descrieri
Descriere Denumire Scor Scor Coperta Valoarea Per. Acc. Aderare
- stiintifica maxim total interogare E Ident Len

v v v v v v v

W‘w constructie sintetics 6746 6746 89% 0.0 99.07% 3759 MW816500.1
mgﬁ constructie sintetica 6735 6735 89% 0.0 99.02% 3759 MZ771336.1
ggi:t 333’2‘3&5@3 CoV 2 ectoCSPP constructie sintetica 6529 6529 86% 0.0 99.09% 3771 MT380725.1
%&Jﬁ‘ww Morbillivirusul rujeolei 6037 6037 90% 0.0 95.21% 19800 MW090971.1
%ﬁt%m-oow construcie sintetica 5060 5060 91% 0.0 90.56% 3828 0K120841.1
W‘w constructie sintetics 4289 4289 89% 0.0 87.22% 4257 MZ393690.1
W’W construcie sintetica 4228 4228 89% 0.0 86.91% 4257 MZ393689.1
W' secvenii  Recompbinart voctor 4215 4215 91% 0.0 86.57% 7488 MW408785.1
Yecfor de clonare pCDNAS.1.28, secventa Yector de clonare 4185 4185 91% 0.0 86.42% 9209 MT613044.1
completa pPCDNA3.1.2S
\C/i;tslrej(mesie SARSCoV2SGFP, secventa %m% 4120 4120 89% 00 86.45% 11445 MW560963.1
%W’ e xpesie 4120 4120 89% 0.0 86.45% 10752 MW560962.1
%W* Wéﬁsﬂ?rﬁ 4120 4120 89% 0.0 86.45% 8586 MW560961.1
%M' secventd \S’fé%m“’s‘e 4120 4120 89% 0.0 86.45% 8586 MW560957.1
%W’ %mé%iiie 4115 4115 89% 0.0 86.42% 8586 MW560960.1
E@Dresie SARSCoV2SN501Y, secventa %m)&%sﬁ\( 4115 4115 89% 0.0 86.42% 8586 MW560959.1
%ﬂﬁ%‘m' doctorde sxpresie. 4115 4115 89% 0.0 86.42% 8586 MW560958.1
%ﬁW’ docordeoxpresie w4115 4115 89% 0.0 86.42% 8586 MW508454.1
%ﬂﬁWl doclordeoxprese ok 4115 4115 89% 0.0 86.42% 8586 MW598453.1
%ﬂ% constructie sintetica 3472 5993 79% 0.0 97.81% 3720 0K120842.1
W‘w constructie sintetica 3201 3201 72% 0.0 85.74% 4218 MZ393687.1
Ww constructie sintetics 2918 2918 72% 0.0 84.11% 4215 MZ393688.1
W’ secven(d W 2217 2217 48% 0.0 86.25% 3945 OK272511.1
Vector recombinant AAV-COVID19-05, secventd  Recombinant vector 2217 2217 48% 0.0 86.25% 3846 0K272510.1
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Descriere Denumire Scor Scor Coperta Valoarea Per. Acc. Aderare
v stiintifica maxim total interogare E Ident Len

v v v v v v v
Lﬁiﬁwmbi”am AAVCOVID19:3, secvents  Recombinant vector 2176 2176 47% 0.0 86.27% 6832 MW408786.1
_(C/xo—;;;u-d;—?g;&ﬁg\é:gcgsdgﬁas-mv-z constructie sintetica 1694 4321 78% 0.0 90.06% 3790 0K120840.1
—giSEﬁEiCCz‘::;g_‘t’;SARS CoV _2RBD his gena, . rctie sintetics 1236 1309 16% 0.0 100.00% 732 MT380724.1
_(C::r:—;ﬁ;_“tg‘vi—e sintetica p1.1-Tr2-RBDv1, secventd 11 ctie sintetics 1236 1320 17% 0.0 99.85% 7575 MW187858.1
_gr’r‘]—?lg_“tgﬁ—e sintetica pTM-RBDVZ, secven(d constructie sintetica 1208 1208 15% 0.0 99.55% 7513 MWA187856.1
Sintetic construi SARS CoV-2 spike proteine
receptorilor de legare gena domeniu, CD-uri constructie sintetica 929 929 14% 0.0 94.80% 1746 MT649401.1
complete
73;”}323 rfgf‘gg‘ﬁfgﬁ%“’ﬂm constructie sintetica 652 652 14% 0.0 86.41% 744 MT945427.1
Sintetic construi SARS CoV-1 spike proteine
receptorilor de legare gena domeniu, CD-uri constructie sintetica 472 472 14% 2e-127 81.23% 1743 MT649402.1
complete
m;m%ﬁﬁgm@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397878.1
%‘éﬁgﬁféiiﬁﬁﬁ,ﬁupm CO39D1  ymanitate 257 257 3% 6e-63 100.00% 16569 MZ397877.1
:‘i’%&zizfg:;gfo:ﬁ'ﬁ)ﬁupm CO35D1 ymanitate 257 257 3% 66-63 100.00% 16569 MZ397876.1
%%%&—”ﬁw Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397875.1
%%ﬁ—"gwﬂ Umanitate 257 257 3% 66-63 100.00% 16569 MZ397874.1
%%%&—E’“’Ej‘w Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397873.1
mr(%ﬂmmgm@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397872.1
m‘m@gm& Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397871.1
m‘(%mmg@m Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397870.1
%Eﬂ%‘ﬁw@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397869.1
%%‘MMM Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397868.1
%%’MM@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397867.1
%mpﬁw@ Umanitate 257 257 3% 66-63 100.00% 16569 MZ397866.1
%%’MWM Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397865.1
%%’MWM Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397864.1
m%@gmm Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397863.1
m;{%@gmg Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397862.1
mfﬁ%@w‘@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397861.1
m%ﬁ%gﬁ@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397860.1
%%ﬁ%gﬁ@ Umanitate 257 257 3% 66-63 100.00% 16569 MZ397859.1
%‘(m%z%gﬁ@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397858.1
%%ﬁ%wpﬁ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397857.1
%%ﬁ%gﬁ@ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397856.1
m%ﬁggmm Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397855.1
m‘(m%ﬁmmm Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397854.1
mi%m‘%ﬁ%ﬁde& Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397853.1
mz%mg&m Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397852.1
m%ﬁ%wm Umanitate 257 257 3% 66-63 100.00% 16569 MZ397851.1
%%ﬁ?gﬂ% Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397827.1
%%ﬁ—"gﬂ% Umanitate 257 257 3% 66-63 100.00% 16569 MZ397826.1
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Descriere Denumire Scor Scor Coperta Valoarea Per. Acc. Aderare
v stiintifica maxim total interogare E Ident Len
v v v v v v v

%{‘)’W* Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397825.1
%‘(m%g—"w% Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397824.1
%%ﬁ!—"g@% Umanitate 257 257 3% 60-63 100.00% 16569 MZ397823.1
%‘W Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397822.1
m‘(m%g—"gr—”% Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397821.1
m‘(m%&ﬁg@m Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397820.1
mzm%&jwm Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397819.1
mz%m%’gwm Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397818.1
%‘(m%{mg@w Umanitate 257 257 3% 66-63 100.00% 16569 MZ397816.1
%‘(m%fﬁgwﬂ Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397815.1
WSW' Umanitate 257 257 3% 66-63 100.00% 16569 MZ397814.1
%‘(m%fﬁw& Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397813.1
m%{mgm& Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397812.1
m;{mﬁg@gww Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397811.1
mzm%&pg@% Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397810.1
%zm%&pg@w Umanitate 257 257 3% 6e-63 100.00% 16569 MZ397809.1
%‘WW Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921390.1
%‘(m% Homo sapiens 257 257 3% 66-63 100.00% 16568 MZ921389.1
%W Homo sapiens 257 257 3% 66-63 100.00% 16568 MZ921388.1
;";‘—ﬁ‘mww' Homo sapiens 257 257 3% 6e-63 100.00% 16568 MZ921386.1
;%m_mrmww, Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921385.1
m‘ww' Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921384.1
m‘WM' Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921383.1
m‘mm’w' Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921382.1
;%m_mrmmw, Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921381.1
g%m_m;mmw, Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921380.1
;‘:—m‘mmw’w* Homo sapiens 257 257 3% 66-63 100.00% 16570 M2921379.1
%ﬁww, Homo sapiens 257 257 3% 66-63 100.00% 16570 MZ921378.1
;";‘—m‘mW’M* Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921377.1
g%m_mrmmw, Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921376.1
W‘WM* Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921375.1
mfﬂ% Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921374.1
m% Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921373.1
%&?% Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921372.1
%‘(m% Homo sapiens 257 257 3% 66-63 100.00% 16569 MZ921371.1
%‘W Homo sapiens 257 257 3% 6e-63 100.00% 16570 MZ921370.1
%‘(m% Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921369.1
m% Homo sapiens 257 257 3% 6e-63 100.00% 16569 MZ921368.1
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Per. Acc. Aderare

Valoarea
E

Scor Coperta

total

Scor

Denumire
stiintifica

Descriere

Len

Ident

maxim interogare

5

MZ921367.1

16570

100.00%

6e-63

3%

257

257

Homo sapiens

Homo sapiens isolate PT-351-083

mitochondrion, complete g

enome

Rezumat grafic

Distribution of the top 107 Blast Hits on 100 subject sequences

Query

1600 2400 3200 4000

800

iniamente

Al

Restore defaults

(J cDS feature

v]

Alignment view | Pairwise

Synthetic construct clone E484K_Spike_del21aa spike gene, complete cds

Sequence ID: MW816500.1 Length: 3759 Number of Matches: 1

Range 1: 1 to 3758

Frame

Gaps Strand

Identities
3724/3759(99%)

Expect
0.0()

Score

Plus/Plus

2/3759(0%)

6746 bits(3653)

Query 115

Sbjct 61

Query 175

Sbjct 121

AC 294

TT(li(li
CG

A
|
A

G
|
G

GGCACCAATGGCACCAAGA(

c
|
C

GT?
C

T
|
1

LI [
CGTGTCCGGCACCAATGGCACCAAGAGATTCGAC 240

G
[
G

Query 235

Sbjct 181

Query 295

Sbjct 241

Query 355

Sbjct 301

Query 415

Sbjct 361

Query 475

Sbjct 421
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AA 594

AA 540

O—0

G
|
G

Query 535

Sbjct 481

AC 654

AC 600

T
[l
T

il
GG

AC
|
AC

TGCGCGAGTTCGTGTTTAAGAACATCG

CGCGAGTTCGTGTTCAAGAACATCG

il
CC

CAAG
|
AG

T
|
i

ACT
T

A
|
A

C A
CLLLLLLELEELLL LT
GGCAACTTCAAGAACCTG

T

GGCAAGCAG!

Query 595

Sbjct 541

714

Query 655

660

Sbjct 601

Query 715

Sbjct 661

Query 775

Sbjct 721

AAGTACAAC 840

[1]
CTG

Query 835

Sbjct 781

CTGAGCGAGACAAAG 954

Query 895

GAGACAAAG 900

[11]
GAGC

Sbjct 841

AAAAGGG?ATCTACCAGACCAGCAACTTCCGGGTG 1014
C

il
GG

c
|
C

CA?
C

T
|
i

CCT
T

T
|
1

G
|
G

T
|
1

A
[CLLLLLILLLLLL L [[]1]
TGCACCCTGAAGTCCTTCACCGTGGAAAAGGGCATC TACCAGACCAGCAACTTCCGGGTG 960

TGCACCCTGAA

Query 955

Sbjct 901

Query 1015

Sbjct 961

Query 1075

Query 1135

Sbjct 1081

TC 1254

TC 1200

T
[l
T

i
CAG

L—<

Query 1195
Sbjct 1141

AC 1314

AC 1260

G
[
G

GC

C
|
C

T
I
!

[ILI]]
GATCGC

]
AA

GTGATCC

Query 1255

GACAGAC?GGCAAGA
Al

[[]1]
GTGAT

Sbjct 1201

(¢
|
C

TCACCGG?TGTGTGATTGC TGGAACAGCAACAAC 1374
C

T
|
1

GA?
C

C
|
C

CG?
Al

c
|
C

c
LLLULLLLLELLLEELLLL L] [1]
TGCCCGACGACTTCACCGGCTGTGTGATTGCCTGGAACAGCAACAAC 1320

TG

GC
[l
GC

TACAACTACAA

Sbjct 1261 TACAACTACAA

Query 1315

Query 1375

Sbjct 1321

Query 1435

Sbjct 1381

Query 1495

Sbjct 1441

CC 1614

Query 1555

Sbjct 1501

GTGAAC 1674

GAAC 1620

C
|
C

G
[LITILLLL
ACAAATGCGT

GAAGAACAAAT

Query 1615

Sbjct 1561

TG 1680

o—0

CCGGCGTGCTGACAGAGAGCAACAAGAA

i)
CA

c
|
C

GA?
C

T
|
1

GC?
C

G
|
G

c
CECLLLLLLELLLLTT
AACGGCCTGACCGGCACCGGCGTGCTGACAGAGAGCAACAAGAA!

TTCAACTTCAA

Sbjct 1621 TTCAACTTC

Query 1675

Query 1735

Sbjct 1681

Query 1795

Sbjct 1741

Query 1855

Query 1915

Sbjct 1861

AC 2034

AC 1980

T
[l
T

|
G

TG
Al

T
|
!

Query 1975

GTG??CAA

Sbjct 1921

GAATCTGCGCCAGCTACCAGACACAGACAAACAGC 2094

CATCTGTGCCAGCTACCAGACACAGACAAACAGC 2040

TG
L]
6

GC

c
|
C

CG?
G

T
|
!

CC?
A

c
|
C

c
|
C

A
|
A

T
COLLLLLLLLLLLLELLETET LT
GAGTGCGACATCCCCATCGGCGCTGG

GAGTGCGACAT

Query 2035

Sbjct 1981

TCTGGG 2153

TC
]
TC

(¢
[1I1] [11]
AGCCAGAGCATCATTGCCTACACAATGTCTCTGGG 2099

AGCCAGAGCATCATTGCCTACACAATG

cc
[
de

Query 2095

Sbjct 2041 CC-CAGACGG

Query 2154

Sbjct 2160

Query 2214

Sbjct 2160

Query 2274

Sbjct 2220

CACCCAGCTGAATAGAGCCCTGACAGGGATCGCCGTGGAACAGGACAAGAACACCCAAGA 2393

https://blast.ncbi.nlm.nih.gov/Blast.cgi#
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Sbjct 2280 CACCCAGCTGAATAGAGCCCTGACAGGGATCGCCGTGGAACAGGACAAGAACACCCAAGA 2339

T
|

GA?CCC CCTATCAAGGACTTCGGCGGCTT 2453

CCAAGTGAAGCAGATCTAC

GC
[l

GGTGTTC

Sbjct 2340 GGTGT

Query 2394

T

C

C

TCGCCCAAGTGAAGCAGATCTACAAGACCCCTCCTATCAAGGACTTCGGCGGCTT 2399

Query 2454

Sbjct 2400

Query 2514

Sbjct 2460

GT 2633

ACA
[l
CA

G
|
G

T
|
1

Vil
ACTGACAGT 2579

A

il
CGG

Query 2574

Sbjct 2520

Query 2634

Sbjct 2580

Query 2694

CACAATCACAA
T

CACAA

Sbjct 2640

ATCGGAGTGACCCAGAATGTGCTGTACGAGAACCA 2813

C
|
C

G
[LITLLLLLLLL
TCAACGGCATCGGAGTGACCCAGAATGTGCTGTACGAGAACCA 2759

GCAGATGGCCTACCGGTTCAACG

Sbjct 2700 GCAGATGGCCTACCGGT

Query 2754

Query 2814

Sbjct 2760

Query 2874

Sbjct 2820

ATAT 2993

o—u

Query 2934
Sbjct 2880

AGGCAG 3053

CGGAAG 2999

CAC
[]
CAC

T?AT
G,

[11]
TGAT

uU—U

Query 2994

Sbjct 2940

GATTAGAGC 3059

c
LTI
GAGCCGCCGA

CTGCAGAGCCTCCAGACATACGTGACCCAGCAGCTGATCAGAGCCGCCGAGATTAGAGC 3113

Query 3054 A

LI
G

CLELLLEL TULLL LT
TACCCAGCA

Sbjct 3000 GCTGCAGTCCCTGCAGACCTACGT

CTGATCA(

AGCAAGAGAGT 3119

G
[III]]]]
TGGGCCAG

GTG?TGG CCAGAGCAAGAGAGT 3173
C

Query 3114

Sbjct 3060

(¢
[LLLLLEILLLLLTTL]
TTCCCTCAGTCTGCCCCTCACGGCGT 3179

GGACTTTTGCGGCAAGGGCTACCACCTGATGAGCTTCCCTCAGTCTGCCCCTCACGGCGT 3233

Query 3174

Sbjct 3120 GGACTTTTGCGGCAAGGGCTACCACCTGATGAGC

Query 3234

Sbjct 3180

Query 3294

Sbjct 3240

Query 3354

Sbjct 3300

CGACCC 3473

A
|
A

bl
TGTACGACCC 3419

GTG

Query 3414

—

Sbjct 3360

TAAGTACTTTAAGAACCACAC 3479

G
|
G

AAAGAGGAACT ?TCAAGTACTTTAAGAACCACAC 3533
TGGA

Query 3474

Sbjct 3420

TGGGCGATATCAGCG?AATCAATGCCAGCGTCGTGAACATCCA 3593
G

c
|
C

GA?
C

G
|
G

T
|
1

G
LLLLLLLELLTLL [1]
CCCGACGTGGACCTGGGCGATATCAGCGGAATCAATGCCAGCGTCGTGAACATCCA 3539

CCCGACG

O—0O

AAG
|11

Query 3534

Sbjct 3480 AAG

Query 3594

Sbjct 3540

Query 3654

Sbjct 3600

T?T

Sbjct 3660 TA

Query 3714

Query 3774

Sbjct 3720

Synthetic construct clone rcVSV-CoV2-S surface glycoprotein gene, complete cds

Sequence ID: MZ771336.1 Length: 3759 Number of Matches: 1

Range 1: 1 to 3758

Frame

Strand

Gaps

Identities

Expect
0.00)

Score

Plus/Plus

2/3759(0%)

3722/3759(99%)

6735 bits(3647)

Query 55

Query 115

Sbjct 61

Query 175

Sbjct 121
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AC 294

G
[l
G

ACGTGTCCGGCACCAATGGCACCAAGAGATT

c
|
C

AT?
C

c
|
C

c
LLLLLLLETLL |
CGCCATCCACGTGTCCGGCACCAATGGCACCAAGAGATTCGAC 240

CG

CA
[l
CA

Query 235

Sbjct 181

Query 295

Sbjct 241

Query 355

Sbjct 301

Query 415

Sbjct 361

Query 475

Sbjct 421

Query 535

Sbjct 481

AC 654

]
AC 600

T
[l
T

Query 595

Sbjct 541

TC 714

il
CT

G
|
G

A
|
A

c
|
C

CTATCAACCTCGTGCGGGATCTGCCTC

c
|
C

AC?
C

c
|
C

A
[ILLLLL [I] LI
TTCAAGATCTACAGCAAGCACACCCCTATCAACCTCGTGCGGGATCTGCCTCAGGGCTTC 660

TTCAAGATCTACAGCAAGC

Query 655

Sbjct 601

Query 715

Sbjct 661

Query 775

Sbjct 721

Query 835

Sbjct 781

CTGAGCGAGACAAAG 954

Query 895

GAGACAAAG 900

[1]
GAGC

Sbjct 841

Query 955

Sbjct 901

AG 1074

TCGGCG
[III1]]]
TCGGCG

c
CULLLLLLLLLLL LT
C

TCC?CAATATCACCAATCTGTGC CCT
C

ithithaniilhs M0
TCCATCGTGCGGTTCCCCAATATCACCAATCTGTGCCCCTTCGGCGAG 1020

—<

Query 1015
Sbjct 961

Query 1075

Sbjct 1021

Query 1135

Sbjct 1081

Query 1195

Sbjct 1141

GTGATCC

Query 1255

[[11]
GTGAT

Sbjct 1201

TGGAACAGCAACAAC 1374

[I1]]
CAGCA

ACAAC 1320

]
AA

[1]
TAC

Query 1315

Sbjct 1261

ACAATTACCTGTACCGGCTGTTCCGGAAGTCCAAT 1434

T
|
1

AA?
C

o
|
C

G
[LILTLLLL LILLLLLLLLLLLTL
CGGCAACTACAATTACCTGTACCGGCTGTTCCGGAAGTCCAAT 1380

Sbjct 1321 (TG

Query 1375

Query 1435

Sbjct 1381

Query 1495

Sbjct 1441

Query 1555

Sbjct 1501

AC 1674
AC 1620

L—<

Query 1615

Sbjct 1561

CGT?CTGACAGAGAGCAACAAGAA
G

G
[LLLLLIL] |
CGGCGTGCTGACAGAGAG

Query 1675

TTC??CT

[{]
TTC

Sbjct 1621

AG 1794

cc
[
Ide

cc

T
|
!

A
|
A

c
[I111]]] [LLTLLLLLLLL
TCGCCGATACCACAGACGCCGTTAGAGATCCCCAG 1740

TCGCCGATACCACAGACGCCGTTAGAG

TA
[l
TA

|
!

Query 1735

[]1]
CCAT

Sbjct 1681

Query 1795

Sbjct 1741

TG 1914

TG 1860

O—0

Query 1855

Sbjct 1861

Query 1915

Query 1975

Sbjct 1921

Query 2035 GAGTGCGACATCCCCATCGGCGCTGGAATCTGCGCCAGCTACCAGACACAGACAAACAGC 2094

7118
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Sbjct 1981

c
|

[l
GGCCAGCCA

AGAAGCGTGGCCAGCCAGAGCATCATTGCCTACACAATGTCTCTGGG 2153
Al

cc
[ LI
GGCC

CCTCGGA-GAG

Sbjct 2041 CC-CAGACG

Query 2095

GAGCATCATTGCCTACACAATGTCTCTGGG 2099

C

GATCTGT!

Query 2154

Sbjct 2160

Query 2214

Sbjct 2160

TG 2333

TG 2279

oU—0

Query 2274

Sbjct 2220

[
GAACAGGACAAGAACACCCAAGA 2339

CGT?GAACAGGACAAGAACACCCAAGA 2393
G

Query 2334

|
1

Sbjct 2280

Query 2394

Sbjct 2340

CGATCCTAGCAAGCC?AGCAAGCGGAGCTTCATCGAGGA 2513
C

c
|
C

TG?
C

c
|
C

T
[LLILLLT] [11 [[]]
ATTCTGCCCGATCCTAGCAAGCCCAGCAAGCGGAGCTTCATCGAGGA 2459

AT

AG
|
AG

CAATTTCAGCC,

Query 2454

Sbjct 2400 CAATTTCAGCC

Query 2514

Sbjct 2460

Query 2574

Sbjct 2520

Query 2634

Sbjct 2580

Query 2694

CACAATCACAA
T

CACAA

Sbjct 2640

GAACCA 2813

ol
TACGAGAACCA 2759

TAC

GCAGATG

Query 2754

[l
GCAG

Sbjct 2700

GAGCAG 2873

cT
[l
T

AGTTCAACAGCGCCATCGGCAAGATCCAGGACAGC

c
|
C

AA?
C

c
|
C

c
[LLLTLLLL [[]1]
CGCCAACCAGTTCAACAGCGCCATCGGCAAGATCCAGGACAGCCTGAGCAG 2819

GAAGCTGATCG!

Sbjct 2760 GAAGCTGAT

Query 2814

Query 2874

Sbjct 2820

Query 2934

Sbjct 2880

Query 2994

AGGC?? 3053
CGGAAG 2999

Sbjct 2940

Query 3054

Sbjct 3000

AGCAAGAGAGT 3119

G
[[III]]]
TGGGCCAG

GTG?TGG CCAGAGCAAGAGAGT 3173
C

Query 3114

Sbjct 3060

GT 3233

i
CGGCGT 3179

CGl

A
|
A

Query 3174

Sbjct 3120

TC?AGC 3293
C

C
|
C

G
|
G

(¢
|
C

CCCGCTCAAGAGAAGAATTTCACCACC

G
|
G

T
[11] [TIITLLLLL
CGTGCCCGCTCAAGAGAAGAATTTCACCACCGCTCCAGC 3239

GGTGTTTCTGCACGTGACATATG

Sbjct 3180 GGTGTTTCTGCACGTGACATA!

Query 3234

Query 3294

Sbjct 3240

Query 3354

CAC 3359

Sbjct 3300

Query 3414

Sbjct 3360

TAAGTACTTTAAGAACCACAC 3479

[
GA

AAAGAGGAACT?GACAAGTACTTTAAGAACCACAC 3533
G

Query 3474

L1111
GAACT

Sbjct 3420

CA 3593

CA 3539

O—0

T
I
!

[LI1]]
TGAACA

|
G

—O

ATG

Sbjct 3480 AA

Query 3534

GAAAGAGATCGACCGGCTGAACGAGGTGGCCAAGAATCTGAACGAGAGCCTGATCGACCT 3653

Sbjct 3540 GAAAGAGATCGACCGGCTGAACGAGGTGGCCAAGAATCTGAACGAGAGCCTGATCGACCT 3599

Query 3594

Query 3654

Sbjct 3660

Query 3714

Sbjct 3660

Query 3774

Sbjct 3720

8/18

https://blast.ncbi.nlm.nih.gov/Blast.cgi#



NCBI Blast: Nucleotide Secventa

12.10.2021, 17:00

ectoCSPP gene, complete cds

CoV_2_

Synthetic construct SARS

Sequence ID: MT380725.1 Length: 3771 Number of Matches: 1

Range 1: 1 to 3630

Frame

Strand

Gaps

Identities

Expect
0.00)

Score

Plus/Plus

9/3639(0%)

3606/3639(99%)

6529 bits(3535)

ACCACC 114

TG
]

CTCTGGTGTCCAGCCAGTGTGTGAACC

GTGCTGCTGC
[LILLELL

c
|
C

ATGTTCGTGTTCCTG

Query 55

TG

GC

TG

T

TGGTGCTGCTGCCTCTGGTGTCCAGCCAGTGTGTGAACCTGACCACA 60

ATGTTCGTGTTT!

Sbjct 1

Query 115

Sbjct 61

Query 175

Query 235

Sbjct 181

AACATC 354

[
AACATC 300

TCC
[
(de

Query 295

—

Sbjct 241

Query 355

Sbjct 301

.

GGTCATCAAAGTGTGCGAGTTCCAGTTCTGCAACG.

CAACGT
[1111]

AACAACGCCAC
CLLLLLLLLL [1] [

Query 415

CT

AC

GT!

A

AACAACGCCACCAACGTGGTCATCAAAGTGTGCGAGTTCCAGTTCTGCAACGACCCCTTC 420

Sbjct 361

Query 475

Sbjct 421

Query 535

Sbjct 481

Query 595

Sbjct 541

Query 655

Sbjct 601

CAGACA 774

GACA 720

T
|
1

T
I
1

Query 715

iy
CCCGGTTTCA

Sbjct 661

TGACACCTGGCGATAGCAGCAGCGGATGGACAGCT 834

c
|
C

TA?
C

c
|
C

G
[IIILLL [111]
AAGCTACCTGACACCTGGCGATAGCAGCAGCGGATGGACAGCT 780

Query 775

Sbjct 721

894

Query 835

Sbjct 781

Query 895

Sbjct 841

Query 955

Sbjct 901

Query 1015

Sbjct 961

AT 1134

Wi
AGCAAT 1080

AG

TC
L]
TC

—<T

G?A
G

Query 1075

Sbjct 1021

Query 1135

Sbjct 1081

i

i

G
[LLLLLLLLLLLL

ACCTGTG?TTCACAAACGTGTAC CCG

TGAACG
[[]11]

itiimi

Sbjct 1141 GGCG

Query 1195

CT

AC

G

C

CG

G

TGTCCCCTACCAAGCTGAACGACCTGTGCTTCACAAACGTGTACGCCGACAGCTTC 1200

Query 1255

Sbjct 1201

Query 1315

Query 1375

AT 1380
GT 1494

Sbjct 1321

il
CCTTGT 1440

(de

cc
[
de

—<T

ikinii

CTGAA

Query 1435

Sbjct 1381

CA 1554

CA 1500

CA
[l
CA

Query 1495

Sbjct 1441

TACAGAGTGGTGGTGCTGAGCTTCGAACTGCTGCATGCC 1614

CTATCAGCCC
[LILLLLIL

T
|

AATGGCGTGGG

L1111
Sbjct 1561 AATGG

Query 1555

CC

CA

CT.

CGTGGGCTATCAGCCCTACAGAGTGGTGGTGCTGAGCTTCGAACTGCTGCATGCC 1560

AC 1674

AC 1620

L—<

Query 1615

Sbjct 1561

Query 1675

Sbjct 1621
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AG 1794

cc
[

c
|

GATATCGCCGATACCACAGACGCCGTTAGAGATCC

GGCCGG
[LLLLTLT

TT

GT
[l
GT

CCATTCCAGCA
[LILLLLTLL

Query 1735

CC

C

GG

G

TTGGCCGGGATATCGCCGATACCACAGACGCCGTTAGAGATCCCCAG 1740

Sbjct 1681 CCATTCCAGCA

Query 1795

Sbjct 1741

TG 1914

TG 1860

O—0

Query 1855

Sbjct 1861

Query 1915

Query 1975

Sbjct 1921

GAATCTGCGCCAGCTACCAGACACAGACAAACAGC 2094

CATCTGTGCCAGCTACCAGACACAGACAAACAGC 2040

6
L]
6

C
|
C

GCGC
(LTI
CGGCGCTGG

Query 2035

Sbjct 1981

GC 2154

GC 2091

G
|
G

CCTCGGAGAGCCAGAAGCG

Query 2095

CC-CG-----CCTCT---

Sbjct 2041

(¢
|
(¢

TGTCCTACTCCAACAACTCTATCGCTATCCC ACCAACTTCACCATC 2214
G

G
|
G

c
[TI11] [
AGCGTGGCCTACTCCAACAACTCTATCGCTATCCCCACCAACTTCACCATC 2151

GCCGAGAACAG

Sbjct 2092 GCCGAGAAC

Query 2155

Query 2215

Sbjct 2152

Query 2275

Sbjct 2212

Query 2335

Sbjct 2272

Query 2395

Sbjct 2332

AC 2514

i
GAGGAC 2451

GA

TC
L]
TC

—<T

T$A
C

Query 2455

Sbjct 2392

CCGACGCTGGCTTCATCAAGCAGTATGGCGATTGT 2574
C

G
|
G

CT?
G

A
|
A

GA?
C

T
|
1

G
LELLULEELLLLLELELLL T
AAGTGACACTGGCCGACGCCGGCTTCATCAAGCAGTATGGCGATTGT 2511

AA

CA
[l
CA

CTGCTGTTCAA

Sbjct 2452 CTGCTGTTCAA

Query 2515

Query 2575

Sbjct 2512

Query 2635

Sbjct 2572

TG 2754

TG 2691
AG 2814

L—<

Query 2695

Sbjct 2632

AG 2751

cc
[
de

CAGATGG

Query 2755

[111]
CAGAT!

Sbjct 2692

—O

ATG

Sbjct 2752 AA

Query 2815

AGGACGTGGTCAACCAGAATGCCCAGGCACTGAAC 2934

C
|
C

CT?
G

G
|
G

AA?
Al

G
|
G

TG?
G

c
|
C

c
CLLLLLLLETTLLLL T L[]
GCCCTGGGAAAGCTGCAGGACGTGGTCAACCAGAATGCCCAGGCACTGAAC 2871

ACAGCAAGCGC

Sbjct 2812 ACAGCAAGC

Query 2875

TC 2994

TC 2931

L—<

Query 2935

Sbjct 2872

AGGCAGA 3054

Query 2995

Sbjct 2932

Query 3055

Sbjct 2992

Query 3115

TG 3111

Sbjct 3052

Query 3175

Sbjct 3112

Query 3235

Sbjct 3172

Query 3295

Sbjct 3232

Query 3355

Sbjct 3292

Query 3415

Sbjct 3352

Query 3475

CA 3471

Query 3535 AGCCCCGACGTGGACCTGGGCGATATCAGCGGAATCAATGCCAGCGTCGTGAACATCCAG 3594

Sbjct 3412

10/18

https://blast.ncbi.nlm.nih.gov/Blast.cgi#



NCBI Blast: Nucleotide Secventa

12.10.2021, 17:00

Sbjct 3472

T? 3654

cc
[l

GAACGAGGTGGCCAAGAATCTGAACGAGAGCCTGATCGA

T

AAAGAGAT
LTI

Sbjct 3532 AAAGAG

Query 3595

CC

CT!

CCl

C

ATCGACCGGCTGAACGAGGTGGCCAAGAATCTGAACGAGAGCCTGATCGACCTG 3591

Query 3655

Sbjct 3592

Mutant Measles morbillivirus strain MeVvac2-SARS2-S(H), complete genome

Sequence ID: MW090971.1 Length: 19800 Number of Matches: 1

Range 1: 9249 to 13066

Frame

Gaps Strand

Identities
3635/3818(95%)

Expect
0.00)

Score

Plus/Plus

0/3818(0%)

6037 bits(3269)

Sbjct 9249

Query 115

Sbjct 9309

—<

Query 175

Sbjct 9369

CACGTGTCCGGCACCAAT??CACCAAGAGATTCGAC 294

TCCGGCACCAACGGGACCAAGAGATTCGAC 9488

i
TC

C
|
C

AC?
G

c
|
C

(¢
[LLLLLLELITLLL LT
TTCCACGCCATCCACGTG

TT

GG
[l
GG

AACGTGACCT

Query 235

AACGTGACCT

Sbjct 9429

354

Query 295

Sbjct 9489

Query 355

Sbjct 9549

Query 415

Sbjct 9609

Query 475

Sbjct 9669

Query 535

Sbjct 9729

T?? 654

C
|
C

CG?
G

A
|
A

G
|
G

[11] [ILILLLL]
TGTTCAAGAACATCGACGGCTAC 9848

GTGTTTAAGAACATC

Query 595

|
G

Sbjct 9789

GGTCTTC 714
G

A
|
A

(¢
|
C

CCTATCAACCTCGTGCGGGATCTGCCT!

c
|
C

CA?
C

A
|
A

AG?
C

A
|
A

AG?
C

c
|
C

A
[LLLLLLLLELLLL | [
TTCAAGATCTACAGCAAGCACACCCCTATCAACCTCGTGCGGGATCTGCCTCAGGGCTTC 9908

TTCAAGATCT

Query 655

Sbjct 9849

Query 715

Sbjct 9969

Query 775

Sbjct 9969

AAC 894

AAC 10088

AC
[
AC

|
1

G
|
G

AAGT
]

Query 835

Sbjct 10029

CTGGATCCTCTGAGCGAGACAAAG 954

Query 895

[T111]
CCCTCTG

[l
G

AGCGAGACAAAG 10148

Sbjct 10089

Query 955

Sbjct 10149

CCAACATCACAAACCTGTGTCCTTTCGGCGAG 10268

TTC?CCAATATCACCAATCTGTGCCCCTTCGGCGAG 1074
C

GG
[l
GG

GCl

T
|
1

[ILITLLLLL
CGTGCGGTTC

G
|
G

CAGCCCACCGAATCCATC

Query 1015

Sbjct 10209 CAGCCCACAGAGTCTAT

Query 1075

Sbjct 10269

Query 1135

Sbjct 10329

Query 1195

Sbjct 10389

GAC 1314

c
|
C

CG?
C

T
|
1

A
|
A

c
|
C

CAGATTGCCCCTGGACAGACAGG AAG,
T

G
|
G

GC?
G

T
|
1

G
[ILLLLLLT [11]] LLCETLILLLLL
AAGTGCGGCAGATCGCTCCTGGACAGACAGGCAAGATCGCCGAC 10508

G
|
G

GTGATCCGGGGAGATGAA

Query 1255

GTGATCAGAGGCGAC

Sbjct 10449

CAACAAC 1374

AG
|1
AG

G
|
G

T
[11] [LLIL11]
GTGTGATCGCTTGGAACAGCAACAAC 10568

CTGTGTGATTGCCTGGAAC

Query 1315

|
1

Sbjct 10509

GCGGCAACTACAATTACCTGTACCGGCTGTTCCGGAAGTCCAAT 1434

TTCCGCAAGAGCAAC 10628

G
|
G

C
[]] [II111]
TCGGCGGCAACTACAATTACCTGTACCGGCTG

CTGGACTCCAAAGT

Query 1375

Sbjct 10569 CTGGACTCCAAAG

Query 1435

Sbjct 10629

Query 1495
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Sbjct 10689 AACGGCGTGGAAGGCTTCAACTGCTACTTCCCACTGCAGTCCTACGGCTTTCAGCCCACA 10748

GGGCTATCAGCCCTACAGAGTGGTGGTGCTGAGCTTCGAACTGCTGCATGCC 1614

GGCTACCAGCCTTACAGAGTGGTGGTGCTGAGCTTCGAGCTGCTGCACGCT 10808

GT
[l
GT

G
|
G

TGGC
[ILIITLL]
AATGGCGTG

AA

Query 1555

Sbjct 10749

Query 1615

Sbjct 10809

Query 1675

Sbjct 10869

Query 1735

CCAG 1794

TCAG 10988

Sbjct 10929

Query 1795

Sbjct 10989

T
[LILLITLT]
ACGTGAACTGTACCGAGGTG 11108

ACGTGAACTGTACCGAAGTG 1914

O—0

NI
9 GGCACCAACACC

Query 1855

Sbjct 1104

CCGATCAGCTGACACCTACATGGCGGGTGTACTCCACCGGCAGC 1974

[ ALLLLLLLTLLLL L]
GTACTCCACCGGCTCC 11168

CCGATCAGCTGACCCCTACTTGGAGAGT

G
[
G

CCCGTGGCCATTCA

Query 1915

Sbjct 11109 CCAGTGGCTATCC

|
A

Query 1975

Sbjct 11169

Query 2035

Sbjct 11229

Query 2095

Query 2155

Sbjct 11349

ATG 2274

TG 11468

c
[111]
9 AGCGTGACAACCGA!

AGCGTGACCACAGA!

Query 2215

Sbjct 1140

TGC 2334

Query 2275

C 11528

Sbjct 11469

GACAGGGATCGCCGTGGAACAGGACAAGAACACCCAAGAG 2394

ACCGGAATTGCCGTGGAACAGGACAAGAACACCCAAGAG 11588

cT
[l
T

cc
[111]
CCCTG

AG
|
AG

ACCCAGCTGAATAG

Query 2335

Sbjct 11529 ACCCAGCTGAACAG

Query 2395

Sbjct 11589

AA
[

Query 2455
Sbjct

11649 AAC

Query 2515

TGC 11768

Sbjct 11709

GGATCTGATTTGCGC

G
|
G

A
|
Al

G
|
G

GC?
C

T
|
1

T
I
+

G
|
G

G cc
CLLLLLLELLLLLLEL LT
9  CTGGGCGACATTGCCGCCAGGGATCTGATCTGT

CTGGGCGACA

Query 2575

Sbjct 1176

Query 2635

Sbjct 11829

ATG 2754

ATG 11948

TG?T
CT.

T
|
i

T
|
+

(¢
[LILTILL |
ATCCCCTTCG

GGACATTTGGAGCAGGCGCCGCTCTGCAGATCCCC

GACATTTGGAGCTGGCGCAGCTCTGCAG

GGCT
[[11]
GGCTG

GC
[l
GC

ACAATCACAA(

Query 2695

Sbjct 11889 ACAATCACAA

Query 2755

Sbjct 11949

Query 2815

Sbjct 12009

Query 2875

AAC 2934

AC 12128

|
A
TGTCCTCCAACTTCGGCGCCATCAGCTCTGTGCTGAACGATATC 2994

ACAG%AAGC
ACCGCTTCT!

Sbjct 12069

c
|
C

G
[[TI]]] [LLLLLLLLLLLLL
TCGGCGCTATCAGCTCTGTGCTGAACGATATC 12188

T
|
i

Query 2935

(]
AC

CTAGCA

|
1

Sbjct 12129

AGACTGATCACCGGAAGG 12248

T
|
!

GACCCTCCTGAGG?????? ?????T????AGACTGATCACAGGCAGA 3054
CCGAGGTGCAGATCGAC.

ACAAGGTGGAAG

TG
[
TG

ki
CTGAGCAGACTGG

Query 2995

Sbjct 12189

CTGCAGAGCCTCCAGACATACGTGACCCAGCAGCTGATCAGAGCCGCCGAGATTAGAGCC 3114

Query 3055

LLLLLLLLL LI
CGCCG

Sbjct 12249 CTGCAGTCCCTGCAGACCTACGT

AGATCAGAGCC 12308

CAGCAGCTGATTAGAGC

|11
TACC

Query 3115

G 12368

Sbjct 12309

Query 3175

Sbjct 12369

Query 3235

AGAGAAGAATT

|
TCAAGAGAAGAAC

iy
CA

i
CCGC

Sbjct 12429

Query 3295

Sbjct 12489
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ACC 3414

|
ACC 12608

c
|
C

1
AA

G
|
G

c
[ITILLLL]
ACCACCGAC

Query 3355

CAGATCATCAC ACCGAC
T

Sbjct 12549

CATTGTGAACAATAC

G
[]] |
CGGCATTGTGAACAATA

GCGACGTCGTGATCG

GCGACGTTGTGAT

it
CT

C
|
C

G
|
G

c
|
C

TCTG
(LI
GTGTCTGGCAA

TTCGTG

Query 3415

Sbjct 12609 TTC

Query 3475

Sbjct 12669

Query 3535

Query 3595

Sbjct 12789

Query 3655

Sbjct 12849

TGC 3774

Query 3715

C 12968

Sbjct 12909

AAGGGCTGTTGTAGCTGTGGCAGCTGCTGCAAGTTCGACGAGGACGAT 3834

AAGGGCTGTTGCAGCTGTGGCTCCTGCTGCAAGTTCGACGAGGACGAC 13028

TG
]
TG

T
[I111]
GCTGCC

TGTAGCTGCC

Query 3775

Sbjct 12969 TGTA

Query 3835

Sbjct 13029

Synthetic construct HCV1146 Moderna (mRNA-1273) SARS-CoV-2 vaccine sequence

Sequence ID: OK120841.1 Length: 3828 Number of Matches: 1

Range 1: 1 to 3823

Frame

Gaps Strand

Identities
3465/3826(91%)

Expect
0.00)

Score

Plus/Plus

6/3826(0%)

5060 bits(2740)

—

Query 115
Sbjct 61

—O0

i
AA

Query 175
Sbjct 121

ACGTGTCCGGCACCAATGGCACCAAGAGATTCGAC 294

CGTGAGCGGCACCAACGGCACCAAGCGGTTCGAC 240

il
CcC

c
|
C

CG?
C

CA
[l
CA

TC

T
|
1

G
|
G

c
CLLLLLLLLLLELLLLLL LT
AACGTGACCTGGTTCCACGCCATCCA

AACGTGACCTG

Query 235

Sbjct 181

Query 295

Sbjct 241

Query 355

Sbjct 301

Query 415

Sbjct 361

Query 475

Sbjct 421

AGTACGTGTCCCAGCCTTT!

GTACGTGAG

TT??
CG

c
|
C

CA?
C

G
|
G

AC}
T

A
|
A

c
CLLEELLLLLTLLLLLL
CAACAACTGCACCTTCGA

GCG?CAA
C

Query 535

Sbjct 481

AC 654

T
|
!

GG?
C

c
|
C

A
|
A

G
[11111 [LLLILLLLTL]
CGTGTTCAAGAACATCGACGGCTAC 600

TTCGTGTTTAAGAACATCG

Query 595

|
!

Sbjct 541

CTATCAACCTCGTGCGGGATCTG

|
C

CAATCAACCTGGTGCGGGAT!

cc
[
(e

ACAC
[I111]
CACAC

TTCAAGATCTACAGCAAGC
[LELLLLLLLELLLLT T

TTCAAGATCTACAGCAAG

Query 655

Sbjct 601

Query 715

Sbjct 661

Query 775

Sbjct 721

Query 835

Sbjct 781

GCGAGACCAAG 900

T
[LLL I
TGGACCCTCTGA

Query 895

Sbjct 841

TGCACCCTGAAGTCC

Query 955

[LTIT1]1]
TGCACCCTGAAGAG

Sbjct 901

AG 1074

AG 1020

il
CG

C
|
C

T
|
1

c
LI
GCCCCTTCGG

CAACATCACCAACCTGT

TCC?CAATATCACCAATCTGTGC CCT
C

il
GT

G
|
G

CGT
T

T
|
1

A
|
A

C
[1] LILLLLLELLLL
CAGCCCACCGAGAGCATCGTGCGGTTCC

CAGCCCACCGAATCC,

Query 1015

Sbjct 961

Query 1075

Sbjct 1021

Query 1135 TGCGTGGCCGACTACTCCGTGCTGTACAACTCCGCCAGCTTCAGCACCTTCAAGTGCTAC 1194
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Sbjct 1081

TC 1254

T
[l
T

GGCGTGTCCCCTACCAAGCTGAACGACCTGTGCTTCACAAACGTGTACGCCGACAG

Sbjct 1141 GGCGTGAGCCCCACCAAGCTGA,

Query 1195

TC 1200

TGTGCTTCACCAACGTGTACGCCGACAG

ACGACC

GGGAGATGAA

Query 1255

TGGCGACGAG

Sbjct 1201

Query 1315

AAGTC??TT 1434
AGAGCAAC 1380

—<

CTGGACTCCAAA(

Query 1375

|
A

CTCGACAGCA
i}

CTGAA

Sbjct 1321

GT 1494

Query 1435

| 11
ACCAA

[LITI11]
CGAGATCT,

Sbjct 1381

CA 1554

CC 1500

CA
[l
CA

CC

G
|
G

A
|
Al

T
I
!

c
[LLLLLLL THLL
TACGGCTTCCAGCC

GAGC

C
|
C

Query 1495

ACTTCCCACTG ?GTCCTA GGCTTTC
Al

[1]
TCTG

Sbjct 1441

TACAGAGTGGTGGTGCTGAGCTTCGAACTGCTGCATGCC 1614

CTGCACGCC 1560

[1]
GCTG

ACCGGGTGGTGGTGCTGAGCTTCGA

cc
[
Ide

GC

A
|
A

AT?
C

T
|
1

C
|
C

T
LLLLLLLE DL
CGTGGGCTACCAGCCCT.

[
Sbjct 1561 AACGG

Query 1555

AAT??%G GGG

AC 1674

AC 1620

L—<

Query 1615
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Query 2992 ATCCTGAGCAGACTGGACCCTCCTGAG CAGATCGACAGACTGATCACAGGC 3051

sojct 2038 ARHGAR clalbALLLILE UL L 2007

Query 3052 AGACTGCAGAGCCTCCAGACATA CTGATCAGAGCCG TAGA 3111

sojct 2008 chot AR GLAALCHA AU ks 3057

Query 3112 GCCTCTGCCAATCTGGCCGCCAC TGTGTGCTGGGCC GAGA 3171

sojct 058 blaachLHAHE HHEHE M 3107

Query 3172 GTGGACTTTTGCGGCAAGGGCTA TTCCCTCAGTCTG CGGC 3231

sojct 3118 SHAHAEMIELHLA Hitlcbinocdbalbcilén 3177

Query 3232 GTGGTGTTTCTGCACGTGACATATGT! AAGAGAAGAATTTCA TCCA 3291

sojct 3178 GrobtbH AL A cHAAMAHULUALL ALY, 5257

Query 3292 GCCATCTGCCACGACGGCAAAGC TCCTAGAGAAGGCGTGTTCG CGGC 3351

sojct 3238 GOARHEAAAEM R HE cclobhobdHRHE UM 5267

Query 3352 ACCCATTGGTTCGTGACACAGCGGAAC GAGCCCCAGATCATCA GACAAC 3411

sojct 3208 ALLACHEGHUGALLALS MU 5357

Query 3412 ACCTTCGTGTCTGGCAACTGCGA GGCATTGTGAACAATA CGAC 3471

sojct 3358 ALLHHAHoaccdbANHELAALK MctHMIMALE-HLE: 3417

Query 3472 CCTCTGCAGCCCGAGCTGGACAGCTT CTGGACAAGTACT CCAC 3531

sojct sa1s LclHUARLEMUUIH LA AMEM UL 3477

Query 3532 ACAAGCCCCGACGTGGACCTGGGCGA AATCAATGCCAGCG CATC 3591

sojct 3478 ACALULLANAHUALILELE AMALALEHUAK 5537

Query 3592 CAGAAAGAGATCGACCGGCTGAA AAGAATCTGAACGAGA CGAC 3651

sojct 3538 AMGAGHAALULIEM MMEUUHIAHEL 3507

Query 3652 CTGCAAGAACTGGGGAAGTACGA AAGTGGCCCTGGTACA GGGC 3711

sojct 3508 CHoAcAtUbAACHALALAHAAHMUSHHE UL 3657

Query 3712 TTTATCGCCGGACTGATTGCCAT GGTCACAATCATGCTGTGTT! CAGC 3771

sojct 3658 MLt oATALANLR, MMM 5717

Query 3772 TGCTGTAGCTGCCTGAAGGGCTG AGCTGCTGCAAGT GGAC 3831

sojct 3718 TRSARIEGAAAEHEHS MM 5777

Query 3832 GATTCTGAGCCCGTGCTGAAGGGCGT TACACATGAT 3877

sojct 3778 bheaachARLEHUHMAEILEY WA 5623

Taxonomie

Reports

o Lineage
Organism Blast Name Score Number of Hits Description
root 100
.artificial sequences other sequences 30
..synthetic construct other sequences 6746 16 synthetic construct hits
..Recombinant vector AAVCOVID19-1 other sequences 4215 1 Recombinant vector AAVCOVID19-1 hits
..Cloning vector pCDNA3.1.2S other sequences 4185 1 Cloning_vector pCDNA3.1.2S hits
..Expression vector SARSCoV2SGFP other sequences 4120 1 Expression vector SARSCoV2SGFP hits
..Expression vector SARSCoV2S&SmBit other sequences 4120 1 Expression vector SARSCoV2S&SmBit hits
..Expression vector SARSCoV2SP681H other sequences 4120 1 Expression vector SARSCoV2SP681H hits
..Expression vector SARSCoV2S other sequences 4120 1 Expression vector SARSCoV2S hits
..Expression vector SARSCoV2SD614G other sequences 4115 1 Expression vector SARSCoV2SD614G hits
..Expression vector SARSCoV2SN501Y other sequences 4115 1 Expression vector SARSCoV2SN501Y hits
..Expression vector SARSCoV2SY453F other sequences 4115 1 Expression vector SARSCoV2SY453F hits
..Expression vector SARS-CoV-2-S-E484K other sequences 4115 1 Expression vector SARS-CoV-2-S-E484K hits
..Expression vector SARS-CoV-2-S-N439K other sequences 4115 1 Expression vector SARS-CoV-2-S-N439K hits
..Recombinant vector AAV-COVID19-06 other sequences 2217 1 Recombinant vector AAV-COVID19-06 hits
..Recombinant vector AAV-COVID19-05 other sequences 2217 1 Recombinant vector AAV-COVID19-05 hits
..Recombinant vector AAVCOVID19-3 other sequences 2176 1 Recombinant vector AAVCOVID19-3 hits
.Measles morbillivirus viruses 6037 1 Measles morbillivirus hits
.Homo sapiens primates 257 69 Homo sapiens hits

o Organism

https://blast.ncbi.nlm.nih.gov/Blast.cgi#
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Deseription Score E value Accesslon
synthetic construct [other sequences ]

Synthetic construct clone E484K_Spike_del21aa spike gene, complete cds 6746 0.0 MW816500
Synthetic construct clone rcVSV-CoV2-S surface glycoprotein gene, complete cds 6735 0.0 MZ771336
Synthetic construct SARS_CoV_2_ectoCSPP gene, complete cds 6529 0.0 MT380725
Synthetic construct HCV1146 Moderna (mRNA-1273) SARS-CoV-2 vaccine sequence 5060 0.0 OK120841
Synthetic construct chimeric spike vaccine construct sequence 4289 0.0 MZ393690
Synthetic construct chimeric spike vaccine construct sequence 4228 0.0 MZ393689
Synthetic construct HCV1147 Pfizer-BioNTech (BTN162b2) SARS-CoV-2 vaccine sequence 3472 0.0 OK120842
Synthetic construct chimeric spike vaccine construct sequence 3201 0.0 MZ393687
Synthetic construct chimeric spike vaccine construct sequence 2918 0.0 MZ393688
Synthetic construct HCV1101 Moderna (mRNA-1273) SARS-CoV-2 vaccine sequence 1694 0.0 OK120840
Synthetic construct SARS_CoV_2RBD_his gene, complete cds 1236 0.0 MT380724
Synthetic construct p1.1-Tr2-RBDv1, complete sequence 1236 0.0 MW187858
Synthetic construct pTM-RBDv2, complete sequence 1208 0.0 MW187856
Synthetic construct SARS CoV-2 spike protein receptor binding domain gene, complete cds 929 0.0 MT649401
Synthetic construct SpyTag/RBD fusion protein gene, complete cds 652 0.0 MT945427
Synthetic construct SARS CoV-1 spike protein receptor binding domain gene, complete cds 472 2e-127 MT649402
Measles morbillivirus [viruses ]

Mutant Measles morbillivirus strain MeVvac2-SARS2-S(H), complete genome 6037 0.0 MW090971
Recombinant vector AAVCOVID19-1 [other sequences 1

Recombinant vector AAVCOVID19-1, complete sequence 4215 0.0 MW408785
Cloning vector pPCDNA3.1.2S [other sequences 1

Cloning vector pCDNA3.1.2S, complete sequence 4185 0.0 MT613044
Expression vector SARSCoV2SGFP [other sequences 1

Expression vector SARSCoV2SGFP, complete sequence 4120 0.0 MW560963
Expression vector SARSCoV2S&SmBit [other sequences ]

Expression vector SARSCoV2S&SmBit, complete sequence 4120 0.0 MW560962
Expression vector SARSCoV2SP681H [other sequences 1

Expression vector SARSCoV2SP681H, complete sequence 4120 0.0 MW560961
Expression vector SARSCoV2S [other sequences ]

Expression vector SARSCoV2S, complete sequence 4120 0.0 MW560957
Expression vector SARSCoV2SD614G [other sequences ]

Expression vector SARSCoV2SD614G, complete sequence 4115 0.0 MW560960
Expression vector SARSCoV2SN501Y [other sequences 1

Expression vector SARSCoV2SN501Y, complete sequence 4115 0.0 MW560959
Expression vector SARSCoV2SY453F [other sequences ]

Expression vector SARSCoV2SY453F, complete sequence 4115 0.0 MW560958
Expression vector SARS-CoV-2-S-E484K [other sequences ]

Expression vector SARS-CoV-2-S-E484K, complete sequence 4115 0.0 MW598454
Expression vector SARS-CoV-2-S-N439K [other sequences 1

Expression vector SARS-CoV-2-S-N439K, complete sequence 4115 0.0 MW598453
Recombinant vector AAV-COVID19-06 [other sequences ]

Recombinant vector AAV-COVID19-06, complete sequence 2217 0.0 OK272511
Recombinant vector AAV-COVID19-05 [other sequences ]

Recombinant vector AAV-COVID19-05, complete sequence 2217 0.0 OK272510
Recombinant vector AAVCOVID19-3 [other sequences 1

Recombinant vector AAVCOVID19-3, complete sequence 2176 0.0 MW408786
Homo sapiens (human) [primates 1

Homo sapiens isolate CO41 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397878
Homo sapiens isolate CO39 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397877
Homo sapiens isolate CO35 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397876
Homo sapiens isolate CO22 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397875
Homo sapiens isolate CO14 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397874
Homo sapiens isolate CO1 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397873
Homo sapiens isolate CHI92 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397872
Homo sapiens isolate CHI91 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397871
Homo sapiens isolate CHI35 haplogroup D1f mitochondrion, complete genome 257 6e-63 MZ397870
Homo sapiens isolate CHI29 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397869
Homo sapiens isolate CHI25 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397868
Homo sapiens isolate CHI24 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397867
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Homo sapiens isolate CHI23 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397866
Homo sapiens isolate CHI20 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397865
Homo sapiens isolate CHI14 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397864
Homo sapiens isolate CHI13 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397863
Homo sapiens isolate CHI12 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397862
Homo sapiens isolate CHI11 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397861
Homo sapiens isolate CHI9 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397860
Homo sapiens isolate CHI4 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397859
Homo sapiens isolate CHI3 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397858
Homo sapiens isolate CHI2 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397857
Homo sapiens isolate CHI1 haplogroup D1 mitochondrion, complete genome 257 6e-63 MZ397856
Homo sapiens isolate CO44 haplogroup C1b mitochondrion, complete genome 257 6e-63 MZ397855
Homo sapiens isolate CO34 haplogroup C1b mitochondrion, complete genome 257 6e-63 MZ397854
Homo sapiens isolate CO29 haplogroup C1b mitochondrion, complete genome 257 6e-63 MZ397853
Homo sapiens isolate CHI10 haplogroup C1b12 mitochondrion, complete genome 257 6e-63 MZ397852
Homo sapiens isolate CHI7 haplogroup C1b12 mitochondrion, complete genome 257 6e-63 MZ397851
Homo sapiens isolate CO40 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397827
Homo sapiens isolate CO38 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397826
Homo sapiens isolate CO37 mitochondrion, complete genome 257 6e-63 MZ397825
Homo sapiens isolate CO36 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397824
Homo sapiens isolate CO33 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397823
Homo sapiens isolate CO32 haplogroup A2w mitochondrion, complete genome 257 6e-63 MZ397822
Homo sapiens isolate CO31 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397821
Homo sapiens isolate CO30 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397820
Homo sapiens isolate CO13 haplogroup A2w mitochondrion, complete genome 257 6e-63 Mz397819
Homo sapiens isolate CO7 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397818
Homo sapiens isolate CHI96 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397816
Homo sapiens isolate CHI93 haplogroup A2 mitochondrion, complete genome 257 6e-63 MZ397815
Homo sapiens isolate CHI34 mitochondrion, complete genome 257 6e-63 MZ397814
Homo sapiens isolate CHI18 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397813
Homo sapiens isolate CHI15 haplogroup A2ac mitochondrion, complete genome 257 6e-63 MZ397812
Homo sapiens isolate CHI8 haplogroup A2k mitochondrion, complete genome 257 6e-63 MZ397811
Homo sapiens isolate CHI6 haplogroup A2k mitochondrion, complete genome 257 6e-63 MZ397810
Homo sapiens isolate CHI5 haplogroup A2k mitochondrion, complete genome 257 6e-63 MZ397809
Homo sapiens isolate 1113002343_S91 mitochondrion, complete genome 257 6e-63 MZ921390
Homo sapiens isolate 1113001817 _S2 mitochondrion, complete genome 257 6e-63 MZ921389
Homo sapiens isolate 1113001079 _S53 mitochondrion, complete genome 257 6e-63 MZ921388
Homo sapiens isolate ALP266 mitochondrion, complete genome 257 6e-63 MZ921386
Homo sapiens isolate ALP129 mitochondrion, complete genome 257 6e-63 MZ921385
Homo sapiens isolate ALP029 mitochondrion, complete genome 257 6e-63 MZ921384
Homo sapiens isolate LBZ00057 mitochondrion, complete genome 257 6e-63 MZ921383
Homo sapiens isolate LBZ00056 mitochondrion, complete genome 257 6e-63 MZ921382
Homo sapiens isolate LBZ00055 mitochondrion, complete genome 257 6e-63 MZ921381
Homo sapiens isolate LBN00097 mitochondrion, complete genome 257 6e-63 MZ921380
Homo sapiens isolate LBG00337 mitochondrion, complete genome 257 6e-63 MZ921379
Homo sapiens isolate LBG00336 mitochondrion, complete genome 257 6e-63 MZ921378
Homo sapiens isolate LBG00335 mitochondrion, complete genome 257 6e-63 MZ921377
Homo sapiens isolate LBG00334 mitochondrion, complete genome 257 6e-63 MZ921376
Homo sapiens isolate LBG00333 mitochondrion, complete genome 257 6e-63 MZ921375
Homo sapiens isolate PT-351-314 mitochondrion, complete genome 257 6e-63 MZ921374
Homo sapiens isolate PT-351-283 mitochondrion, complete genome 257 6e-63 MZ921373
Homo sapiens isolate PT-351-218 mitochondrion, complete genome 257 6e-63 MZ921372
Homo sapiens isolate PT-351-160 mitochondrion, complete genome 257 6e-63 MZ921371
Homo sapiens isolate PT-351-132 mitochondrion, complete genome 257 6e-63 MZ921370
Homo sapiens isolate PT-351-124 mitochondrion, complete genome 257 6e-63 MZ921369
Homo sapiens isolate PT-351-088 mitochondrion, complete genome 257 6e-63 MZ921368
Homo sapiens isolate PT-351-083 mitochondrion, complete genome 257 6e-63 MZ921367

o Taxonomy
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Taxonomy
root

. artificial sequences

.. synthetic construct

.. vectors

... Recombinant vector AAVCOVID19-1
... Cloning vector pCDNA3.1.2S

... Expression vector SARSCoV2SGFP

... Expression vector SARSCoV2S&SmBit
... Expression vector SARSCoV2SP681H

... Expression vector SARSCoV2S

... Expression vector SARSCoV2SD614G

... Expression vector SARSCoV2SN501Y

... Expression vector SARSCoV2SY453F

... Expression vector SARS-CoV-2-S-E484K
... Expression vector SARS-CoV-2-S-N439K

... Recombinant vector AAV-COVID19-06
... Recombinant vector AAV-COVID19-05
... Recombinant vector AAVCOVID19-3

. Measles morbillivirus

. Homo sapiens
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Number of Organisms
17
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Description

synthetic construct hits

Recombinant vector AAVCOVID19-1 hits
Cloning vector pCDNA3.1.2S hits

Expression vector SARSCoV2SGFP hits
Expression vector SARSCoV2S&SmBit hits
Expression vector SARSCoV2SP681H hits
Expression vector SARSCoV2S hits
Expression vector SARSCoV2SD614G hits
Expression vector SARSCoV2SN501Y hits
Expression vector SARSCoV2SY453F hits
Expression vector SARS-CoV-2-S-E484K hits
Expression vector SARS-CoV-2-S-N439K hits
Recombinant vector AAV-COVID19-06 hits
Recombinant vector AAV-COVID19-05 hits
Recombinant vector AAVCOVID19-3 hits
Measles morbillivirus hits

Homo sapiens hits
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